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3 <110> APPLICANT: Golz, Stefan 

4 Bruggemeier, Ulf 

5 Weingarten, Bernhard 

7 <120> TITLE OF INVENTION: Diagnostics and Therapeutics 

8 Neuropeptide FF Receptor 2 (NPFF2) 
10 <130> FILE REFERENCE: Le A 35 945 

C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/510 , 018 

C--> 12 <141> CURRENT FILING DATE: 2004-10-01 

12 <150> PRIOR APPLICATION NUMBER: PCT/EP2003/002962 

13 <151> PRIOR FILING DATE: 2003-03-21 

15 <150> PRIOR APPLICATION NUMBER: EP 02007270,8 

16 <151> PRIOR FILING DATE: 2002-04-02 
18 <160> NUMBER OF SEQ ID NOS : 5 

20 <170> SOFTWARE: PatentIn version 3.3 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 1936 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Homo sapiens 

27 <400> SEQUENCE: 1 

28 tctggagcca agtaatggtg atactgatgc ttccttttct ttgccgcgct 

30 gtttcacaag aatgtacctg ggtgcccctt agcgggatat gaatagcttc 

32 cagcggccag ctggtgcctc ctggaaagtg acgtctcatc tgcaccggac 

34 ggagggagcg cagagcactc agcgtccagc agcgcggcgg gccagcctgg 

36 tggagtggag caggcagtcc gcgggggaca gacgtcggct gggattgagc 

38 cgaaaagtag ctggagccgg agcagggaca gaacctgttg ctgcagacgg 

40 ttctggttcc tgccgccgac agggctcgcc gggagaggtt catcatgaat 

42 acacaaactc ttcagaaaac tggcatccca tctggaatgt caatgacaca 

44 tgtactcaga tattaatatt acctatgtga actactatct tcaccagcct 

46 caatcttcat tatttcctac tttctgatct tctttttgtg catgatggga 

48 tttgctttat tgtaatgagg aacaaacata tgcacacagt cactaatctc 

50 acctggccat aagtgattta ctagttggca tattctgcat gcctataaca 

52 atattatagc aggatggcca tttggaaaca cgatgtgcaa gatcagtgga 

54 gaatatctgt cgcagcttca gtctttacgt tagttgcaat tgctgtagat 

56 gtgtggtcta cccttttaaa ccaaagctca ctatcaagac agcgtttgtc 

58 tcatctgggt cctagccatc accattatgt ctccatctgc agtaatgtta 

60 aagaaaaata ttaccgagtg agactcaact cccagaataa aaccagtcca 

62 gccgggaaga ctggccaaat caggaaatga ggaagatcta caccactgtg 

64 acatctacct ggctcccctc tccctcattg tcatcatgta tggaaggatt 

66 tcttcagggc tgcagttcct cacacaggca ggaagaacca ggagcagtgg 

68 ccaggaaaaa gcagaagatc attaagatgc tcctgattgt ggccctgctt 

70 catggctgcc cctgtggact ctaatgatgc tctcagacta cgctgacctt 

72 aactgcagat catcaacatc tacatctacc cttttgcaca ctggctggca 

74 gcagtgtcaa tcccatcatt tatggtttct tcaacgagaa tttccgccgt 
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76 aagctttcca gctccagctc 


: tgccaaaaaa 


gagcaaagcc 


tatggaagct tataccctaa 


1500 


78 aagctaaaag ccatgtgctc 


: ataaacacat 


ctaatcagct 


tgtccaggaa tctacatttc 


1560 


80 aaaaccctca tggggaaacc 


: ttgctttata 


ggaaaagtgc 


tgaaaaaccc caacaggaat 


1620 


82 tagtgatgga agaattaaaa gaaactacta 


acagcagtga 


gatttaaaaa gagctagtgt 


1680 


84 gataatccta actctactac 


: gcattatata 


tttaaatcca 


ttgctttttg tggctttgca 


1740 


86 cttcaaattt ttcaaagaat 


. gttctaaata 


aaacatttac 


tgaaagccct ctctggcaaa 


1800 


88 aaaattaaaa ataaacaaaa atggtcataa 


gatcataaac 


aatcttatgt tgtataaaaa 


1860 


90 tacgtagagt gacttagaca tgtttgcatg 


aataaatata 


tttctagaga acagttaaaa 


1920 


92 aaaaaaaaaa aaaaaa 
























1936 


95 <210> SEQ ID 


NO: 


2 


























96 <211> LENGTH 


: 522 


























97 <212> TYPE: PRT 




























98 <213> ORGANISM: Homo 


sapiens 






















100 <400> SEQUENCE: 


2 


























102 Met 


Asn 


Ser 


Phe 


Phe 


Glv 


Thr 


Pro 


Ala 


Ala 


Ser 


Tm 


Cys 


Leu 


Leu 


Glu 




103 1 








5 










10 










15 






106 Ser 


Asp 


Val 


Ser 


Ser 


Ala 


Pro 


Asp 


Lys 


Glu 


Ala 


Gly 


Arg 


Glu 


Arg 


Arg 




107 






20 










25 










30 








110 Ala 


Leu 


Ser 


Val 


Gin 


Gin 


Ara 


Glv 


Glv 


Pro 


Ala 


TrD 


Ser 


Glv 


Ser 


Leu 




111 




35 










40 










45 










114 Glu 


Trp 


Ser 


Ara 


Gin 


Ser 


Ala 


Glv 


Asp 


ArQ 


ArQ 


ArQ 


Leu 


Glv 


Leu 


Ser 




115 


50 










55 










60 












118 Arg 


Gin 


Thr 


Ala 


Lvs 


Ser 


Ser 


TrD 


Ser 


Arg 


Ser 


Arg 


Asp 


Arg 


Thr 


Cys 




119 65 










70 










75 










80 




122 Cys 


Cys 


Arg 


Arg 


Ala 


Trp 


Trp 


He 


Leu 


Val 


Pro 


Ala 


Ala 


Asp 


Arg 


Ala 




123 








85 










90 










95 






126 Arg 


Arg 


Glu 


Arg 


Phe 


He 


Met 


Asn 


Glu 


Lvs 


Tro 


ASD 


Thr 


Asn 


Ser 


Ser 




127 






100 










105 










110 








130 Glu 


Asn 


Trp 


His 


Pro 


He 


Trp 


Asn 


Val 


Asn 


Asp 


Thr 


Lys 


His 


His 


Leu 




131 




115 










120 










125 










134 Tyr 


Ser 


Asp 


He 


Asn 


He 


Thr 


Tyr 


Val 


Asn 


Tyr 


Tyr 


Leu 


His 


Gin 


Pro 




135 


130 










135 










140 












138 Gin 


Val 


Ala 


Ala 


He 


Phe 


He 


He 


Ser 


Tyr 


Phe 


Leu 


He 


Phe 


Phe 


Leu 




139 145 










150 










155 










160 




142 Cys 


Met 


Met 


Gly 


Asn 


Thr 


Val 


Val 


Cys 


Phe 


He 


Val 


Met 


Arg 


Asn 


Lys 




143 








165 










170 










175 






146 His 


Met 


His 


Thr 


Val 


Thr 


Asn 


Leu 


Phe 


He 


Leu 


Asn 


Leu 


Ala 


He 


Ser 




147 






180 










185 










190 








150 Asp 


Leu 


Leu 


Val 


Gly 


He 


Phe 


Cys 


Met 


Pro 


He 


Thr 


Leu 


Leu 


Asp 


Asn 




151 




195 










200 










205 










154 He 


He 


Ala 


Gly 


Trp 


Pro 


Phe 


Gly 


Asn 


Thr 


Met 


Cys 


Lys 


He 


Ser 


Gly 




155 


210 










215 










220 












158 Leu 


Val 


Gin 


Gly 


He 


Ser 


Val 


Ala 


Ala 


Ser 


Val 


Phe 


Thr 


Leu 


Val 


Ala 




159 225 










230 










235 










240 




162 He 


Ala 


Val 


Asp 


Arg 


Phe 


Gin 


Cys 


Val 


Val 


Tyr 


Pro 


Phe 


Lys 


Pro 


Lys 




163 








245 










250 










255 






166 Leu 


Thr 


He 


Lys 


Thr 


Ala 


Phe 


Val 


He 


He 


Met 


He 


He 


Trp 


Val 


Leu 




167 






260 










265 










270 








170 Ala 


He 


Thr 


He 


Met 


Ser 


Pro 


Ser 


Ala 


Val 


Met 


Leu 


His 


Val 


Gin 


Glu 
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171 






275 










280 










285 








174 


Glu 


Lys 


Tyr 


Tyr 


Arg 


Val Arg Leu Asn Ser Gin Asn Lys 


Thr 


Ser 


Pro 


175 




290 










295 










300 










178 


Val 


Tyr 


Trp 


Cys 


Arg 


Glu 


Asp 


Trp 


Pro 


Asn 


Gin 


Glu 


Met 


Arg 


Lys 


He 


179 


305 










310 










315 










320 


182 


Tyr 


Thr 


Thr 


Val 


Leu 


Phe 


Ala 


Asn 


He 


Tyr 


Leu 


Ala 


Pro 


Leu 


Ser 


Leu 


183 










325 










330 










335 




186 


He 


Val 


He 


Met 


Tyr 


Gly Arg 


He 


Gly 


He 


Ser 


Leu 


Phe 


Arg 


Ala 


Ala 


187 








340 










345 










350 






190 


Val 


Pro 


His 


Thr 


Gly 


Arg 


Lys 


Asn 


Gin 


Glu 


Gin 


Trp 


His 


Val 


Val 


Ser 


191 






355 










360 










365 








194 


Arg 


Lys 


Lvs 


Gin 


Lvs 


He 


He 


Lys 


Met 


Leu 


Leu 


He 


Val 


Ala 


Leu 


Leu 


195 




370 










375 










380 










198 


Phe 


He 


Leu 


Ser 


Tro 


Leu 


Pro 


Leu 


Trp 


Thr 


Leu 


Met 


Met 


Leu 


Ser Asp 


199 


385 










390 










395 










400 


202 


Tyr 


Ala 


Asp 


Leu 


Ser 


Pro 


Asn 


Glu 


Leu 


Gin 


He 


He 


Asn 


He 


Tyr 


He 


203 










405 










410 










415 




206 


Tyr 


Pro 


Phe 


Ala 


His 


Trp 


Leu 


Ala 


Phe 


Gly Asn 


Ser 


Ser 


Val 


Asn 


Pro 


207 








420 










425 










430 






210 


He 


He 


Tyr 


Gly 


Phe 


Phe 


Asn 


Glu 


Asn 


Phe 


Arg Arg Gly 


Phe 


Gin 


Glu 


211 






435 










440 










445 








214 


Ala 


Phe 


Gin 


Leu 


Gin 


Leu 


Cys 


Gin 


Lys 


Arg 


Ala 


Lys 


Pro 


Met 


Glu 


Ala 


215 




450 










455 










460 










218 


Tyr Ala 


Leu 


Lys 


Ala 


Lys 


Ser 


His 


Val 


Leu 


He 


Asn 


Thr 


Ser 


Asn 


Gin 


219 


465 










470 










475 










480 


222 


Leu 


Val 


Gin 


Glu 


Ser 


Thr 


Phe 


Gin 


Asn 


Pro 


His 


Gly Glu 


Thr 


Leu 


Leu 


223 










485 










490 










495 




226 


Tyr Arg 


Lys 


Ser 


Ala 


Glu 


Lys 


Pro 


Gin 


Gin 


Glu 


Leu 


Val 


Met 


Glu 


Glu 


227 








500 










505 










510 






230 


Leu 


Lys 


Glu 


Thr 


Thr 


Asn 


Ser 


Ser 


Glu 


He 















231 515 520 

234 <210> SEQ ID NO: 3 

235 <211> LENGTH: 24 

236 <212> TYPE: DNA 

237 <213> ORGANISM: Homo sapiens 
239 <400> SEQUENCE: 3 

24 0 cccagaataa aaccagtcca gtct 24 

243 <210> SEQ ID NO: 4 

244 <211> LENGTH: 24 ' 

245 <212> TYPE: DNA 

246 <213> ORGANISM: Homo sapiens 
248 <400> SEQUENCE: 4 

24 9 ccgggaagac tggccaaatc agga 24 

252 <210> SEQ ID NO: 5 

253 <211> LENGTH: 24 

254 <212> TYPE: DNA 

255 <213> ORGANISM: Homo sapiens 

257 <400> SEQUENCE: 5 

258 gcacagtggt gtagatcttc ctca 24 
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